Emergence of neutralizing antibodies associates with clearance of SARS-CoV-2
during HIV-mediated immunosuppression
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Background

*Emergence of new variants through SARS-CoV-2 evolution compromises the effectiveness of current vaccines.
*Persistent SARS-CoV-2 infection because of immunosuppression may drive accelerated SARS-CoV-2 evolution and it is therefore critical to

understand how such persistent infections can be cleared.
*While adaptive immunity is known to be required for SARS-CoV-2 clearance, the relative contribution of neutralizing antibodies and T cells to

clearance in immunosuppression is not well understood.
*Here we examined whether neutralizing antibody and T cell responses are associated with the clearance of persistent SARS-CoV-2 infection in

people recovering from advanced HIV-mediated immunosuppression through adherence to HIV antiretroviral therapy.

SARS-CoV-2 clearance in advanced HIV disease immunosuppression associates Substitutions or deletions in SARS-CoV-2

with neutralizing antibody response
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*Neutralizing antibodies may be required for SARS-CoV-2 clearance in recovery from HIV mediated immunosuppression.
*Successful management of HIV is necessary to curtail evolution of co-infecting pathogens.

1Africa Health Research Institute, Durban, South Africa. ?School of Laboratory Medicine and Medical Sciences, University of KwaZulu-Natal, Durban, South Africa. 3Institute of Infectious Disease and Molecular Medicine, Division of Medical Virology, Department of
Pathology, University of Cape Town, Observatory, South Africa. “Wellcome Centre for Infectious Diseases Research in Africa, University of Cape Town, Observatory, South Africa. °Centre for the AIDS Programme of Research in South Africa, Durban, South Africa.
6SAMRC Antibody Immunity Research Unit, School of Pathology, Faculty of Health Sciences, University of the Witwatersrand, Johannesburg, South Africa. "National Institute for Communicable Diseases of the National Health Laboratory Service, Johannesburg,
South Africa. 8Division of Infection and Immunity, University College London, London, UK. °Centre for Respiratory Diseases and Meningitis, National Institute for Communicable Diseases, a division of the National Health Laboratory Service, Johannesburg, South

Africa. 19School of Pathology, University of the Witwatersrand, Johannesburg, South Africa. 11KwaDabeka Community Health Centre, KwaDabeka, South Africa. ?Department of Epidemiology, Mailman School of Public Health, Columbia University, New York, NY,

United States. 'SDepartment of Infectious Diseases, Nelson R. Mandela School of Clinical Medicine, University of KwaZulu-Natal, Durban, South Africa. *Department of Internal Medicine, Nelson R. Mandela School of Medicine, University of Kwa-Zulu Natal, Durban,
South Africa. "®KwaZulu-Natal Research Innovation and Sequencing Platform, Durban, South Africa. '®Centre for Epidemic Response and Innovation, School of Data Science and Computational Thinking, Stellenbosch University, Stellenbosch, South Africa.

"Department of Global Health, University of Washington, Seattle, USA.
d ‘

MRC)H RCAPRISA

UNIVERSITY OF /

KWAZULU-NATAL

RESEARCH GATES foundation




	Slide Number 1

